Phylogenetic tree of the NCBP3 family of proteins. NCBP3 can be found in Chordata, Arthropoda, Nematoda and Fungi. It is, however, not found in the model organisms Drosophila melanogaster (or any sequenced Muscomorpha) and Saccharomyces cerevisiae (or any sequenced Saccharomycetaceae). Note that we also detected similarity to proteins from plants (green and red algae), which were omitted from further analysis. Dots indicate stable tree branches according to Phyml bootstrapping. Species abbreviations and accession numbers are shown in Table S2 .
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